
MPI−180
Global Summary

%DE = 0.05

# genes with fdr < 0.2  = 360  ( 150 + / 210  −)

# genes with fdr < 0.1  = 304  ( 125 + / 179  −)

# genes with fdr < 0.05  = 200  ( 87 + / 113  −)

# genes with fdr < 0.01 = 120  ( 50 + / 70  −)

# genes in genesets = 13152

<FC> = 0

<t−score> = −0.07

<p−value> = 0.28

<fdr> = 0.95
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Regulated Metagenes
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Global Genelist

Rank
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CD180 molecule [Source:HGNC Symbol;Acc:HGNC:6726]

CD24 molecule [Source:HGNC Symbol;Acc:HGNC:1645]

regulator of G protein signaling 13 [Source:HGNC Symbol;Acc:HGNC:9995]

beta−1,3−glucuronyltransferase 1 [Source:HGNC Symbol;Acc:HGNC:921]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]

protein tyrosine phosphatase, non−receptor type 18 [Source:HGNC Symbol;Acc:HGNC:9649]

histone cell cycle regulator [Source:HGNC Symbol;Acc:HGNC:4916]

squamous cell carcinoma antigen recognized by T cells 3 [Source:HGNC Symbol;Acc:HGNC:16860]

major histocompatibility complex, class II, DQ alpha 2 [Source:HGNC Symbol;Acc:HGNC:4943]

BCL tumor suppressor 7A [Source:HGNC Symbol;Acc:HGNC:1004]

marginal zone B and B1 cell specific protein [Source:HGNC Symbol;Acc:HGNC:30125]

DEAD−box helicase 3, X−linked [Source:HGNC Symbol;Acc:HGNC:2745]

achaete−scute family bHLH transcription factor 1 [Source:HGNC Symbol;Acc:HGNC:738]

immunoglobulin heavy constant mu [Source:HGNC Symbol;Acc:HGNC:5541]

ezrin [Source:HGNC Symbol;Acc:HGNC:12691]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]

G3BP stress granule assembly factor 1 [Source:HGNC Symbol;Acc:HGNC:30292]

immunoglobulin heavy constant mu [Source:HGNC Symbol;Acc:HGNC:5541]

immunoglobulin lambda constant 2 [Source:HGNC Symbol;Acc:HGNC:5856]

Fc fragment of IgM receptor [Source:HGNC Symbol;Acc:HGNC:14315]
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Global Geneset Analysis

Rank GSZ p−value #all Geneset
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Reference Signatures

Colon Cancer

BP

CC

GSEA C2

Chromatin states

GSEA C2
Lymphoma

BP

Chromatin states

Chromatin states

GSEA C2

MF

Pneumonia

CC

GSEA C2

BP

HM

Chromatin states

BP

WIRTH_EBV B−cells

Lembcke_TCGA−expr_kmeans_E_CIMP.H_UP_Cluster4_DN

antigen processing and presentation of peptide or polysaccharide antigen via MHC class II

MHC class II protein complex

WALLACE_PROSTATE_CANCER_RACE_UP

Mid_Frontal_Lobe_ReprPC

WIELAND_UP_BY_HBV_INFECTION

Monti_Host_response_cluster

immune response

9_ReprPCWk_MSC_Adipocyte

10_ReprPC_Fibroblasts

MCLACHLAN_DENTAL_CARIES_UP

MHC class II receptor activity

Burnham_sep_vs_con_DN

integral component of membrane

FLECHNER_BIOPSY_KIDNEY_TRANSPLANT_REJECTED_VS_OK_UP

immune system process

HALLMARK_INTERFERON_GAMMA_RESPONSE

10_ReprPC_Skeletal_Muscle

antigen processing and presentation

Underexpressed

1
2
3
4
5
6
7
8
9
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19
20

−20.18
−18.18
−17.33

−17.14
−16.94
−16.89
−16.63
−16.54
−16.47
−16.27
−16.02
−15.99
−15.95
−15.85
−15.8
−15.69
−15.4
−15
−14.93
−14.86

NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL
NULL

7225
6389
6034
5456
6068
4683
8275
6099
8918
8641
6679
9160
6466
7833
8766
5908
5529
5716
966
7635

Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Chromatin states
Lymphoma
Lymphoma

Chromatin states
GSEA C2
Chromatin states

Overlap_fetal_midbrain_ReprPC

4_Tx_ESC_Mesoderm
5_Tx_Fibroblasts
5_Tx_Neuronal_Progenitor

4_Tx_ESC_Endoderm
Overlap_fetal_midbrain_HetRpts

2_TssA_Fibroblasts

HSC_4_Tx
1_TssA_ESC_Mesoderm
1_TssA_ESC_Endoderm
5_Tx_Melanocytes
2_TssA_Neuronal_Progenitor

5_Tx_MSC_Adipocyte
Bcells peripheral blood_1_TssA
2_TssA_Melanocytes

HOPP_Active_promoter
HOPP_Txn_elongation
Bcells peripheral blood_4_Tx

KINSEY_TARGETS_OF_EWSR1_FLII_FUSION_UP
monocytes peripheral blood_1_TssA


